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3 <110> APPLICANT: DOWNES, MICHAEL R. 

4 VERDICIA, MARK A. 

5 NOEL, JOSEPH P. 

6 EVANS, RONALD M. 

7 BOWMAN, LINDSEY J. 

8 BOWMAN, MARIANNE 

10 <12 0> TITLE OF INVENTION: STRUCTURE OF THE FARNESOID X RECEPTOR LIGAND BINDING 

11 DOMAIN AND METHODS OF USE THEREFOR 
13 <130> FILE REFERENCE: SALK3140-1 

IT <140> CURRENT APPLICATION NUMBER: 10/535,042 
16 «.14i> CURRENT FILING DATE: 2005-05-13 

18 <150> PRIOR APPLICATION NUMBER: PCT/US03/036548 

19 <151> PRIOR FILING DATE: 2003-11-14 

21 <150> PRIOR APPLICATION NUMBER: 60/426,665 

22 <151> PRIOR FILING DATE: 2002-11-15 

24 <150> PRIOR APPLICATION NUMBER: 60/426,668 

25 <151> PRIOR FILING DATE: 2002-11-15 
27 <160> NUMBER OF SEQ ID NOS : 6 

29 <170> SOFTWARE: Patentln Ver. 3.3 

31 <210> SEQ ID NO: 1 

32 <211> LENGTH: 476 

33 <212> TYPE: PRT 

34 <213> ORGANISM: Homo sapiens 
36 <400> SEQUENCE: 1 
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100 Ala Glu He Phe Asn Lys Lys Leu Pro Ser Gly His Ser Asp Leu Leu 

101 340 345 350 

103 Glu Glu Arg He Arg Asn Ser Gly He Ser Asp Glu Tyr He Thr Pro 

104 355 360 365 



106 Met Phe Ser Phe Tyr Lys Ser He Gly Glu Leu Lys Met Thr Gin Glu 

107 370 375 380 

109 Glu Tyr Ala Leu Leu Thr Ala He Val He Leu Ser Pro Asp Arg Gin 

110 385 390 395 400 

112 Tyr He Lys Asp Arg Glu Ala Val Glu Lys Leu Gin Glu Pro Leu Leu 

113 405 410 415 

115 Asp Val Leu Gin Lys Leu Cys Lys He His Gin Pro Glu Asn Pro Gin 
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118 His Phe Ala Cys Leu Leu Gly Arg Leu Thr Glu Leu Arg Thr Phe Asn 

119 435 440 445 

121 His His His Ala Glu Met Leu Met Ser Trp Arg Val Asn Asp His Lys 

122 450 455 460 

124 Phe Thr Pro Leu Leu Cys Glu He Trp Asp Val Gin 

125 465 470 475 
128 <210> SEQ ID NO: 2 

12 9 <211> LENGTH: 4 72 

130 <212> TYPE: PRT 

131 <213> ORGANISM: Homo sapiens 

133 <400> SEQUENCE: 2 

134 Met Gly Ser Lys Met Asn Leu He Glu His Ser His Leu Pro Thr Thr 

135 15 10 15 

137 Asp Glu Phe Ser Phe Ser Glu Asn Leu Phe Gly Val Leu Thr Glu Gin 
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212 Lys Leu Cys Lys lie His Gin Pro Glu Asn Pro Gin His Phe Ala Cys 

213 420 425 430 

215 Leu Leu Gly Arg Leu Thr Glu Leu Arg Thr Phe Asn His His His Ala 

216 435 440 445 

218 Glu Met Leu Met Ser Trp Arg Val Asn Asp His Lys Phe Thr Pro Leu 

219 450 455 460 

221 Leu Cys Glu lie Trp Asp Val Gin 

222 465 470 

225 <210> SEQ ID NO: 3 

226 <211> LENGTH: 229 

227 <212> TYPE: PRT 

228 <213> ORGANISM: Homo sapiens 
230 <400> SEQUENCE: 3 
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277 <210> SEQ ID NO: 4 

278 <211> LENGTH: 305 

279 <212> TYPE: PRT 

280 <213> ORGANISM: Homo sapiens 
282 <400> SEQUENCE: 4 

2 83 Lys Leu Ser Glu Glu Gin Gin Arg He He Ala He Leu Leu Asp Ala 
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